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BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 
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Figure 1A, IB and 1C 
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Figure 2 A and 2B 
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Figure 3A and 3B 
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Figure 4A and 4B 
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Figure 5A, SB, 5C, 5D, 5E and 5F 
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Figure 6A and 6B 
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Figure 7 and Figure 8 
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Figure 11A, llBand 11C 




Figure 12 A, 12B, 12C and 12D 




Figure 13A, OB, 14A and i4B 
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Figure 15 
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62 I SFKLGQEFEETTADNRKTKSTVTL 86 

AgfA 25 LS I YQYGSANAALALQSDARKSE 47 

48 TT I TQSGYGNGADVGQGAONST I EL 72 

(c) 

VMO-I 34 FALKVEPSQFGRDDTALNG 52 

87 FS LRSE KSQGGGDDTA ANN 105 

138 LQTK VESPQGLRDDTA LNN 15 6 

25 LS I - YQ YGSANAALALQ 40 

70 I EL-TQ — NGFRNNAT I DQ 85 

115 VMV-RQ VGFGNNATANQ 130 



Figure 16A, 16B, 16C 
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Figure 17A, 17B.17C 
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Figure 18A, 1.8B 




Figure 19A, 19B 




Figure 21A, 21B 
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Figure 22 
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Figure 23 A, 23B 
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Weeks post L. major infection 
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Group # 3-1 3-2 3-3 3-4 3-5 3-6 

Std. Error: 104922 117140 55547 105697 143810 48651 




Group # 3-1 3-2 3-3 3-4 3-5 3-6 

Std. Error: 1324 1213 134 6688 1561 774 



Fig. 25 



A 




1-1 1-2 1-3 1-4 1-3 1-6 2-1 2-2 2-3 2-4 2-3 2-6 3-1 3-2 3-3 3-4 3-3 3-6 



B 





I 



1-1 1-2 1-3 1-4 1-5 1-6 2-1 2-2 2-3 2-4 2-3 2-6 3-1 3-2 3-1 3-4 3-5 




-I 1-2 1-3 !-4 1-3 t-6 2-1 2-2 2-7. 2-4 2-3 2-6 3-1 3-2 3-1 3-4 Z-3 3-6 

BALB/c mouse group number 
Fig. 26 



